
Figure 2.
Nucleotide sequence of the artificial insert contained by the plasmid target HHIC. Primer (green) and probe (red) binding sites are
indicated:

5’-CAATCAGCGG GTGTTTCAGC ACAAGGCGTT GCGCTCGGTG TTGATGTTTG CCATGGTCCT GGCGTGGTCG TTTGCGTCAA GCTCGATGTG GGAGTTCTCG TCCTAGGCGT G-3’
3’-GTTACTCGCC CACAAAGTCG TGTTCCGCAA CGCGAGCCAC AACTACAAAC GGTACCAGGA CCGCACCAGC AAACGCAGTT CGAGCTACAC CCTCAAGAGC AGGATCCGCA C-5’

Sequence of the (23 nt) probe HHIC-p: 5’-TCGGTGTTGATGTTTGCCATGGT -3’

Sequence of the (18 nt) primer driving probe hydrolysis, HHIC-rev: 5’-CAATCAGCGGGTGTTTCA -3’

Sequence of the (21 nt) primer for amplicon synthesis in the opposite direction, HHIC-fwd: 5’-CTAGGACGAGAACTCCCACAT-3’

Figure 1.
Nucleotide sequence of the PpmIC oligo, as a double-stranded amplicon. Primer (green) and probe
(red) binding sites are indicated. The 42 nt core sequence is indicated (blue box).
5’-GCAGAATTCA GTGAATCATC AAG CATGCTT AGGACGAGAA CTCCCACATC GAGCTGGACA TCTGC ATTGT TGGATTTTGA GTGTTGC-3’
3’-CGTCTTAAGT CACTTAGTAG TTC GTACGAA TCCTGCTCTT GAGGGTGTAG CTCGACCTGT AGTCG TAACA ACCTAAAACT CACAACG-5’

Sequence of the (25 nt) probe “Ppm-IC-p”: 5’-TGCTTAGGACGAGAACTCCCACATC-3’

Sequence of the (23 nt) primer† “Ppm1”: 5’-GCAGAATTCAGTGAATCATCAAG-3’

Sequence of the (22 nt) primer† “Ppa2”: 5’-GCAACACTCAAAATCCAACAAT-3’

†These two primer sequences are included in United States Patent 7097975, and published by Frederick, et. al, 2002
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